Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.008 Å; R factor = 0.027; wR factor = 0.061; data-to-parameter ratio = 20.9.
The crystal structure of the title compound, (C 4 anions, Cl À anions and uncoordinated water molecules. The Bi III cation is coordinated by six Cl À anions in a slightly distorted octahedral geometry. The diprotonated piperazine ring adopts a chair conformation. In the crystal, extensive intermolecular N-HÁ Á ÁCl, N-HÁ Á ÁO and O-HÁ Á ÁCl hydrogen bonds occur.
Related literature
For related structures, see: Wu et al. (2005) ; Fu et al. (2005) Experimental Crystal data (C 4 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrystalClear (Rigaku, 2005 ); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
This work was supported by Jiangsu University of Science and Technology, China tetrachlorobismuthate(iii))-dihydrate (Fu et al., 2005) have been synthesized..We reported here thenew member of this family compounds. Experimental piperazine (10 mmol, 0.86 g) BiCl 3 (6.8 mmol, 2.15 g)and 35% aqueous HCl (3 ml) were mixed and dissolved in 30 ml water by heating to 353 K forming a clear solution. The reaction mixture was cooled slowly to room temperature, block crystals of the title compound were formed after fifteen days.
Refinement
Water H atoms were located in a difference Fourier map and refined with O-H distance restraint of 0.85±0.01 Å, U iso (H) = 1.2U eq (O). Other H atoms were placed in calculated positions with C-H = 0.97 and N-H = 0.90 Å, and refined using a riding model with U iso (H)=1.2U eq (C,N). Figures   Fig. 1 . The asymmetric unit of the title compound with atom labels. Displacement ellipsoids were drawn at the 30% probability level supplementary materials sup-2 
